Bioenergy Research Center Sequencing Request Form
Project title: 

Project PI: 




PI email: 

Bioenergy Center name:

Primary contact for materials: 

Project overview and goals (1 paragraph)

Justification of scope: (this section allows you to explain your request; should justify numbers of samples to be processed and why you need 4 species rather than 1 or 2).  

Sequencing resources requested: (JGI will work with you to define how best to meet your needs, but if you have specific requests for platform, pipeline or analysis needs, this is the place to indicate them.) 

Select a pipeline below.  Standard analysis for that product is shown in parentheses.  If a special project type or custom analysis is requested, please include details.

___ Microbial Genome (assembly/annotation)


___ Quick Draft (assembly only)


___ Improved Standard Draft


___ Finished

___ Plant Genome (assembly/annotation)


___ Standard Draft

___ Fungal Genome (assembly/annotation)


___ Minimal Draft (assembly only)


___ Standard Draft

___ Metagenome


___ Standard Draft (assembly/annotation)

___ Improved Standard Draft (assembly/annotation) – dependent on preliminary results from standard draft


___ Pyrotag (clustering/blast analysis)


___ Metatranscriptome (clustering/annotation)


___ Fosmid clone-based sequencing (assembly/annotation)

___ Resequencing (SNP/rearrangement detection)

___ EST by 454 (clustering/blastx analysis)

___ Gene expression profiling by RNA-seq (align to reference/gene counts)

___ Special project (please comment)

___ Custom analysis (please comment)

Time Constraints:

Special needs or problems:






